Key indicators: single-crystal X-ray study; T = 89 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.129; data-to-parameter ratio = 24.2.
Related literature
For background to our work on benzamide derivatives, see: Saeed et al. (2008) . For related structures, see: Balasubramanyam et al. (2003) ; Gowda et al. (2008) ; Saeed et al. (2007) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data C 14 H 12 ClNO 2 M r = 261.70 Triclinic, P1 a = 7.6938 (5) Å b = 9.2339 (6) Å c = 9.8723 (7) Å = 66.683 (3) = 89.943 (3) = 69.536 (3) V = 595.69 (7) Å 3 Z = 2 Mo K radiation = 0.31 mm À1 T = 89 K 0.68 Â 0.55 Â 0.38 mm
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2006) T min = 0.762, T max = 1.000 9701 measured reflections 4037 independent reflections 3359 reflections with I > 2(I) R int = 0.034 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.129 S = 1.11 4037 reflections 167 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.49 e Å À3 Á min = À0.41 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C8-C13 ring. Data collection: APEX2 (Bruker, 2006) ; cell refinement: APEX2 and SAINT (Bruker, 2006) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) and TITAN2000 (Hunter & Simpson, 1999) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) and TITAN2000; molecular graphics: SHELXTL (Sheldrick, 2008) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: SHELXL97, enCIFer (Allen et al., 2004) , PLATON (Spek, 2009) and publCIF (Westrip, 2010) . 
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Comment
Our work on benzamide derivatives has been described in a previous paper (Saeed et al., 2008) . The methoxyphenyl amide segment of the molecule is planar with a dihedral angle of 5.10 (7) ° between benzene ring and the C8-N1-C1(O1)-C2 fragment. A weak intramolecular N1-H1N···O91 contact forms an S(5) ring (Bernstein et al., 1995) and contributes to the planarity of this portion of the molecule. The O91 and C91 atoms of the methoxy group also lie close to the C8···C13 ring plane with deviations 0.0171 (17) Å for O91 and -0.040 (2)Å for C91 respectively. The two benzene rings are inclined at an angle of 26.74 (7) °. Bond distances within the molecule are similar to those observed in comparable structures (Balasubramanyam et al.,2003; Saeed et al., 2007; Gowda et al., 2008) .
In the crystal structure intermolecular Cl1···O1 interactions, 3.1874 (9) Å, generate centrosymmetric dimers, Fig. 2 .
Molecules in these dimers are further linked by C4-H4···O1 and C6-H6···Cg interactions (Cg is the centroid of the C8···C13 ring), Table 1 
Refinement
The H atom on N1 was located in a difference Fourier map and refined isotropically. All other H-atoms were placed in calculated positions and refined using a riding model with d(C-H) = 0.95 Å, U iso = 1.2U eq (C) for aromatic and 0.98 Å, U iso = 1.5U eq (C) for the CH 3 H atoms. The crystal was relatively weakly diffracting reducing the overall fraction of measured reflections. Fig. 1 . The structure of (I) with displacement ellipsoids for the non-hydrogen atoms drawn at the 50% probability level. The intramolecular hydrogen bond is drawn as a dashed line.
Figures
sup-2 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (9) C9-O91-C91 117.00 (9) C7-C2-C3 119.14 (10) O91-C91-H91A 109.5 C7-C2-C1 117.28 (10) O91-C91-H91B 109.5 C3-C2-C1 123.57 (10) H91A-C91-H91B 109.5 C4-C3-C2 120.95 (10) O91-C91-H91C 109.5 C4-C3-H3 119.5 H91A-C91-H91C 109.5 C2-C3-H3 119.5 H91B-C91-H91C 109.5 C5-C4-C3 118.53 (10) C9-C10-C11 119.63 (10) C5-C4-H4 120.7 C9-C10-H10 120.2 C3-C4-H4 120.7 C11-C10-H10 120.2 C4-C5-C6 121.93 (10) C12-C11-C10 120.28 (10) C4-C5-Cl1 119.03 (9) C12-C11-H11 119.9 C6-C5-Cl1 119.04 (9) C10-C11-H11 119.9 C7-C6-C5
118.73 (10) C11-C12-C13 120.49 (10) C7-C6-H6 120.6 C11-C12-H12 119.8 C5-C6-H6 120.6 C13-C12-H12 119.8 C6-C7-C2 120.71 (11) C12-C13-C8 119.75 (10) C6-C7-H7 119.6 C12-C13-H13 120.1 C2-C7-H7 119.6 C8-C13-H13 120.1 C13-C8-N1 125.31 (10) Symmetry codes: (i) −x+1, −y+1, −z+1.
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C8-C13 ring. 
